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Validated By CRFValidator v 1.0.3 
Application No: 10542704 Version No: 



2.0 



Input Set: 



Output Set: 



Started: 2008-02-26 18:49:01.422 

Finished: 2008-02-26 18:49:05.351 

Elapsed: 0 hr(s) 0 min(s) 3 sec(s) 929 ms 

Total Warnings: 34 

Total Errors: 36 

No. of SeqIDs Defined: 37 

Actual SeqID Count: 37 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (1) 

E 257 Invalid sequence data feature in <221> in SEQ ID (1) 

W 213 Artificial or Unknown found in <213> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

W 213 Artificial or Unknown found in <213> in SEQ ID (3) 

E 257 Invalid sequence data feature in <221> in SEQ ID (3) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

E 257 Invalid sequence data feature in <221> in SEQ ID (4) 

W 402 Undefined organism found in <213> in SEQ ID (5) 

E 257 Invalid sequence data feature in <221> in SEQ ID (5) 

E 257 Invalid sequence data feature in <221> in SEQ ID (6) 

W 213 Artificial or Unknown found in <213> in SEQ ID (7) 

E 257 Invalid sequence data feature in <221> in SEQ ID (7) 

W 213 Artificial or Unknown found in <213> in SEQ ID (8) 

E 257 Invalid sequence data feature in <221> in SEQ ID (8) 

W 213 Artificial or Unknown found in <213> in SEQ ID (9) 

E 257 Invalid sequence data feature in <221> in SEQ ID (9) 

W 213 Artificial or Unknown found in <213> in SEQ ID (10) 

W 213 Artificial or Unknown found in <213> in SEQ ID (11) 

E 257 Invalid sequence data feature in <221> in SEQ ID (11) 



Input Set: 



Output Set: 



Started: 2008-02-26 18:49:01.422 

Finished: 2008-02-26 18:49:05.351 

Elapsed: O hr(s) 0 min(s) 3 sec(s) 929 ms 

Total Warnings: 34 

Total Errors: 36 

No. of SeqIDs Defined: 37 

Actual SeqID Count: 37 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (12) 

E 257 Invalid sequence data feature in <221> in SEQ ID (12) 

E 257 Invalid sequence data feature in <221> in SEQ ID (13) 

W 213 Artificial or Unknown found in <213> in SEQ ID (14) 

E 257 Invalid sequence data feature in <221> in SEQ ID (14) 

W 213 Artificial or Unknown found in <213> in SEQ ID (15) 

E 257 Invalid sequence data feature in <221> in SEQ ID (15) 

W 213 Artificial or Unknown found in <213> in SEQ ID (16) 

E 257 Invalid sequence data feature in <221> in SEQ ID (16) 

W 213 Artificial or Unknown found in <213> in SEQ ID (17) 

E 257 Invalid sequence data feature in <221> in SEQ ID (17) 

W 213 Artificial or Unknown found in <213> in SEQ ID (18) 

E 257 Invalid sequence data feature in <221> in SEQ ID (18) 

W 213 Artificial or Unknown found in <213> in SEQ ID (19) 

E 257 Invalid sequence data feature in <221> in SEQ ID (19) 

W 213 Artificial or Unknown found in <213> in SEQ ID (20) 

E 257 Invalid sequence data feature in <221> in SEQ ID (20) 

W 213 Artificial or Unknown found in <213> in SEQ ID (21) 

E 257 Invalid sequence data feature in <221> in SEQ ID (21) 

This error has occured more than 20 times, will not be displayed 

W 213 Artificial or Unknown found in <213> in SEQ ID (22) 

W 213 Artificial or Unknown found in <213> in SEQ ID (23) 

This error has occured more than 2 0 times, will not be displayed 



Input Set: 
Output Set: 

Started: 2008-02-26 18:49:01.422 
Finished: 2008-02-26 18:49:05.351 
Elapsed: O hr(s) 0 min(s) 3 sec(s) 929 ms 



Total Warnings: 



34 



Total Errors: 



36 



No. of SeqIDs Defined: 



37 



Actual SeqID Count: 



37 



Error code 



Error Description 



w 



402 



Undefined organism found in <213> in SEQ ID (37) 



SEQUENCE LISTING 



<110> Gardella, Thomas J. 

Kronenberg, Henry M. 
Potts, John T. 

<120> Conf ormationally Constrained Parathyroid Hormone (PTH) Analogs 
with Lactam Bridges 

<130> 00786/539001 

<140> 10542704 
<141> 2006-04-14 



<15 0> PCT/US20 0 3/0 0215 5 

<151> 2003-01-24 

<160> 37 

<170> Patentin version 3.3 

<210> 1 

<211> 14 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Gly, Ser, Ala, or alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ala, Ser, or alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Asp, Glu or Lys 

<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Asp, Glu or Lys 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Arg, Leu or Homoarginine 

<220> 



<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Ala or Gly 

<220> 

<221> MISC_FEATURE 

<222> (14) . . (14) 

<223> Xaa = Trp or His 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> Amidation 

<400> 1 

Xaa Val Xaa Glu lie Xaa Leu Met His Xaa Xaa Xaa Lys Xaa 
15 10 



<210> 2 

<211> 14 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Asp, Glu or Lys 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> Amidation 

<400> 2 

Ala Val Ala Glu lie Xaa Leu Met His Gin Xaa Ala Lys Trp 
15 10 



<210> 3 

<211> 14 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (6) . . (10) 

<223> Cyclization 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<22 3> AMIDATION 

<400> 3 

Ala Val Ala Glu lie Glu Leu Met His Lys Xaa Ala Lys Trp 
15 10 



<210> 4 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (6) . . (10) 

<223> Cyclization via lactam bridge 
<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa = Har 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AMIDATION 

<400> 4 

Ala Val Ala Glu lie Lys Leu Met His Lys Xaa Ala Lys Trp 
15 10 



<210> 5 

<211> 34 

<212> PRT 

<213> Rattus sp. 



<220> 

<221> MOD_RES 

<222> (34) . . (34) 

<22 3> AMIDATION 

<400> 5 

Ala Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Ala 
15 10 15 



Ser Val Glu Arg Met Gin Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



Asn Phe 



<210> 6 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MOD_RES 

<222> (34) . . (34) 

<22 3> AMIDATION 

<400> 6 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



Asn Phe 



<210> 7 

<211> 34 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Mutated hPTH 



<220> 
<221> 



MISC_FEATURE 



<222> (6) . . (6) 

<223> Xaa = Lys, Glu or Asp 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Glu, Asp or Lys 

<220> 

<221> MOD_RES 

<222> (34) . . (34) 

<22 3> AMIDATION 

<400> 7 

Ser Val Ser Glu lie Xaa Leu Met His Xaa Leu Gly Lys His Leu Asn 
15 10 15 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



Asn Tyr 



<210> 8 

<211> 11 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH(l-ll) 



<220> 

<221> MOD_RES 

<222> (11) - . (11) 

<22 3> AMIDATION 

<400> 8 

Ala Val Ala Glu lie Gin Leu Met His Gin Arg 
15 10 



<210> 9 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 



<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<22 3> AMIDATION 

<400> 9 

Xaa Val Xaa Glu lie Gin Leu Met His Gin Xaa Ala Lys Trp 
15 10 



<210> 10 

<211> 34 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (34) . . (34) 

<223> Amidation 

<400> 10 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



Asn Tyr 



<210> 11 

<211> 14 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



Mutated hPTH 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<22 3> AMIDATION 

<400> 11 

Ala Val Ala Glu lie Gin Leu Met His Gin Xaa Ala Lys Trp 
15 10 



<210> 12 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (11) . . (11) 

<22 3> AMIDATION 

<400> 12 

Ala Val Ala Glu lie Gin Leu Met His Gin Xaa 
15 10 



<210> 13 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MOD_RES 

<222> (84) . . (84) 

<22 3> AMIDATION 



<400> 13 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



Asn Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala Gly Ser 
35 40 45 



Gin Arg Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu Ser His Glu 
50 55 60 



Lys Ser Leu Gly Glu Ala Asp Lys Ala Asp Val Asn Val Leu Thr Lys 
65 70 75 80 



Ala Lys Ser Gin 



<210> 14 

<211> 21 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (21) . . (21) 

<223> AMIDATION 

<400> 14 

Ala Val Ala Glu lie Gin Leu Met His Gin Xaa Ala Lys Trp Leu Asn 
15 10 15 



Ser Met Glu Arg Val 
20 



<210> 15 
<211> 21 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = alpha-Aminoisobutyric acid 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (21) . . (21) 

<22 3> AMIDATION 

<400> 15 

Xaa Val Xaa Glu lie Gin Leu Met His Gin Xaa Ala Lys Trp Leu Asn 
15 10 15 



Ser Met Glu Arg Val 
20 



<210> 16 

<211> 21 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (21) . . (21) 

<22 3> AMIDATION 



<400> 



16 



Ala Val Ala Glu lie Gin Leu Met His Gin Xaa Ala Lys Trp Leu Asn 
15 10 15 



Ser Met Glu Arg Val 
20 



<210> 17 

<211> 21 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (21) . . (21) 

<22 3> AMIDATION 

<400> 17 

Xaa Val Xaa Glu lie Gin Leu Met His Gin Xaa Ala Lys Trp Leu Asn 
15 10 15 



Ser Met Glu Arg Val 
20 



<210> 18 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MOD_RES 

<222> (11) . . (11) 

<22 3> AMIDATION 

<400> 18 

Ala Val Ala Glu lie Ala Leu Met His Gin Arg 
15 10 



<210> 19 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MOD_RES 

<222> (11) . . (11) 

<22 3> AMIDATION 

<400> 19 

Ala Val Ala Glu lie Gin Leu Met His Ala Arg 
15 10 



<210> 20 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MOD_RES 

<222> (11) . . (11) 

<223> Amidation 

<400> 20 

Ala Val Ala Glu lie Ala Leu Met His Ala Arg 
15 10 



<210> 21 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 



<223> 



Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<22 3> AMIDATION 

<400> 21 

Xaa Val Xaa Glu lie Ala Leu Met His Gin Xaa Ala Lys Trp 
15 10 



<210> 22 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AMIDATION 



<400> 22 



Xaa Val Xaa Glu lie Gin Leu Met His Ala Xaa Ala Lys Trp 
15 10 



<210> 23 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> Xaa = alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 
<222> (3) . . (3) 

<223> Xaa = alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 
<222> (14) . . (14) 

<22 3> AMIDATION 

<400> 23 

Xaa Val Xaa Glu lie Ala Leu Met His Ala Xaa Ala Lys Trp 
15 10 



<210> 24 

<211> 14 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 



<220> 



<221> 
<222> 
<223> 



MOD_RES 
(14) . . (14) 
AMIDATION 



<400> 24 

Ala Val Ala Glu lie Glu Leu Met His Lys Xaa Ala Lys Trp 
15 10 



<210> 25 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<22 3> AMIDATION 

<400> 25 

Ala Val Ala Glu lie Lys Leu Met His Glu Xaa Ala Lys Trp 
15 10 



<210> 26 

<211> 14 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (6) . . (10) 

<223> Cyclization via lactam bridge 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 



<223> 



AMIDATION 



<400> 



26 



Ala Val Ala Glu lie Lys Leu Met His Glu Xaa Ala Lys Trp 



1 



5 



10 



<210> 27 

<211> 34 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MOD_RES 

<222> (34) . . (34) 

<22 3> AMIDATION 

<400> 27 

Ser Val Ser Glu lie Ala Leu Met His Ala Leu Gly Lys His Leu Asn 
15 10 15 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 



Asn Tyr 



<210> 28 

<211> 34 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

<221> MOD_RES 

<222> (34) . . (34) 

<22 3> AMIDATION 

<400> 28 

Ser Val Ser Glu lie Ala Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 



20 



25 



30 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 



20 



25 



30 



Asn Tyr 



<210> 29 

<211> 34 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH 



<220> 

<221> MOD_RES 

<222> (34) . . (34) 

<223> AMIDATION 

<400> 29 

Ser Val Ser Glu lie Gin Leu Met His Ala Leu Gly Lys His Leu Asn 
15 10 15 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



Asn Tyr 



<210> 30 

<211> 21 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<22 3> Xaa = Homoarginine 

<220> 

<221> MOD_RES 
<222> (21) . . (21) 

<22 3> AMIDATION 

<400> 30 

Ser Val Ala Glu lie Gin Leu Met His Gin Xaa Ala Lys Trp Leu Asn 



1 



5 



10 



15 



Ser Met Arg Arg Tyr 
20 



<210> 31 

<211> 34 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH(l-34) 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Gly, Ser, Ala, or alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ser, Ala, or alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Asp, Glu, or Lys 

<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Asp, Glu, or Lys 

<220> 

<221> MISC_FEATURE 

<222> (11) - . (11) 

<22 3> Xaa = Arg, Har, or Leu 

<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Ala or Gly 

<220> 

<221> MISC_FEATURE 

<222> (14) . . (14) 

<223> Xaa = Trp or His 

<220> 

<221> MOD_RES 

<222> (34) . . (34) 

<22 3> AMIDATION 

<400> 31 



Xaa Val Xaa Glu lie Xaa Leu Met His Xaa Xaa Xaa Lys Xaa Leu Asn 
15 10 15 



Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



Asn Tyr 



<210> 32 

<211> 21 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Mutated hPTH(l-21) 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Gly, Ser, Ala, or alpha-Aminoisobutyric acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ser, Ala, or alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Asp, Glu, or Lys 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Asp, Glu, or Lys 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa = Arg, Har, or Leu 

<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Ala or Gly 

<220> 

<221> MISC_FEATURE 

<222> (14) . . (14) 

<223> Xaa = Trp or His 



<220> 

<221> MOD_RES 

<222> (21) . . (21) 

<22 3> AMIDATION 

<400> 32 

Xaa Val Xaa Glu lie Xaa Leu Met His Xaa Xaa Xaa Lys Xaa Leu Asn 
15 10 15 



Ser Met Glu Arg Val 
20 



<210> 33 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH(l-13) 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Gly, Ser, Ala, or alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ser, Ala, or alpha-Aminoisobutyric acid 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Asp, Glu, or Lys 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Asp, Glu, or Lys 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa = Arg, Har, or Leu 

<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Ala or Gly 

<220> 

<221> MOD_RES 

<222> (13) . . (13) 



<22 3> AMIDATION 



<400> 33 

Xaa Val Xaa Glu lie Xaa Leu Met His Xaa Xaa Xaa Lys 
15 10 



<210> 34 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mutated hPTH(l-12) 



<220> 

<221> MIS C_F E ATURE 

<222> (1) . . (1) 

<223> Xaa = Gly, Ser, Ala, or alpha-Aminoisobutyric acid 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ser, Ala, or alpha-Aminoisobutyric acid 
<220> 

<221> MI SC_FE ATURE 

<222> (6) . . (6) 

<223> Xaa = Asp, Glu, or Lys 

<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Asp, Glu, or Lys 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa = 



